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Abstract

This Cis-Baikal prehistoric hunter-gatherer populations inhabited Siberia, Russia several
hundred years ago. The Lake Baikal of Siberia was home to two temporally distinct popula-
tions from Early Neolithic (EN: ˜7560–6690 cal BP) to the Late Neolithic-Early Bronze Age
(LN-EBA, ˜6060–3470 cal BP). No cemeteries were identified during the Middle Neolithic,
and the EN group was separated from the LN-EBA group by a 700-year hiatus. Several ceme-
teries have been excavated as a part of the international Baikal Archaeology Project (BAP)
including EN cemeteries (Lokomotiv and Shamanka II), LN-EBA Ust’-Ida and EBA Kurma
XI. Maternally inherited mitochondrial DNA (mtDNA) has been examined previously for
individuals from all the excavated cemeteries using PCR amplifications for the HV1 region
(bp 16191 to 16367) and assigning a mtDNA haplogroup to each of the examined prehistoric
individuals. Biological distances were predicted from mtDNA haplogroup frequencies be-
tween modern and prehistoric (EN, LN and EBA) Siberian populations using Nei’s pairwise
GST estimate. The modern populations’ mtDNA haplogroup distributions were recruited
from literature. Pairwise GST estimate was calculated using the SAS/STAT R© software, and
results from pairwise GST estimate were plotted on a two-dimensional PC plot using SAS
PROC PRINCOMP software. From the PC plot we can deduce several useful points. First,
the PC plot shows that Tuvinians are an outlier, while the remaining groups cluster together.
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Second, the EBA Kurma XI EBA Ust’-Ida group is in close affinity with the Itel’men popu-
lation. Third, the novel appearance of haplogroup Z, more frequent in northeastern Siberian
populations, gives the EBA Kurma XI EBA Ust’-Ida group a closer affinity with some
northeast Siberian populations such as the Koryaks and Itel’men. Finally, EN Shamanka II
associate closely to the Egyin Gol ancient Mongolian population due to the fact that both
of EN Shamanka II and the Egyin Gol have a high frequency of haplogroup D. Despite
the small sample size from the Cis-Baikal prehistoric populations the mtDNA signature is
of importance in understanding the maternal background of the area when comparing the
frequencies of mtDNA haplogroups with the modern populations. This research shows closer
genetic affinities with modern populations and heterogeneous background of the prehistoric
population with respect to maternal origin.
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